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Extracellular

fluid
Na - 142 mEg/L --
K e e 4 mEg/L --
2 gt DR 2.4 mEq/L - 000
S — 1.2 mEq/L -
Cl 132mEg/L -
HCO; ————— 28 mEqg/L -
Phosphates ———-—-- 4 mEq/L -
904~ D 1 mEg/L —
Glucose ———————- 90 mg/dl --
Amino acids - ————— 30 mg/dl -
Cholesterol
Phospholipids } === 0.5gm/dI-
Neutral fat
PO, — ===~ 35 mm Hg -
PCOz ~—————————~ 46 mm Hg -
PHwm——— e _ 7.4 e
: Proteing < - - - . __ 2 gm/dl.

(5 mEqg/L)
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Figure 2-13. Formation of proteins, lipids, and cellular vesi-
cles by the endoplasmic reticulum and Golgi apparatus.
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